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review process. Panelists pointed out that
a heightened awareness by all involved in
the peer-review process can ensure that
such conflicts are minimized and scientific
integrity maintained.
Although panelists offered different
definitions of conflict of interest, they
all agreed that personal gain was usually
involved. Theron S Rumsey cast the matter as an ethical issue, saying that conflict
of interest occurs when personal benefit
takes priority over clarity and accuracy of
reporting on research. Charles J Parker
emphasized the disagreement “between
private interests and official responsibilities in a position of trust”, with the position of trust being the “privileged communication” of the manuscript under review.
Rumsey offered a range of guidelines
that can assist in minimizing conflicts and
reducing bias in peer review. In general, he
said, editors-in-chief and section editors
must be leading scientists familiar with the
research presented to them. In addition,
they must be organized and possessed of a
cooperative nature, and their journals should
maintain and annually publish peer-review
guidelines and policies.
In practical terms, Rumsey suggested
that editors-in-chief review every manuscript for matters of fact before ultimate
acceptance, that complete records of cor-

respondence and timelines be maintained,
and that reviews be reviewed carefully,
even as closely as manuscripts themselves.
Section editors should also keep those
cautions in mind and remain cognizant of
reviewers’ biases in selecting them; should
not overload reviewers with work; and
should not use reviewers who use derogatory comments in their reviews.
Speaking from the reviewer’s perspective, Parker argued that reviewers have
a responsibility to the editor and reader
to provide an unbiased review. For some
aspects of a review (the “official responsibilities”, such as determining scientific
merit, originality, and scope), there is little
room for conflict of interest. Matters such
as a reviewer’s financial interest in a product mentioned in an article, a professional
bias, or a personal relationship (whether
positive or negative) with the author of
a paper fall into his definition of “private
interest”. It is in these interests that conflicts occur.
However conflict of interest is defined,
Parker argued that the ultimate burden of
determining reviewer bias falls on the individual reviewer. Reviewers should ask themselves whether a personal or unreasoned
distortion of judgment might occur, should
disclose conflicts of interest, and should not
use the knowledge of a work in progress to

further their own interests.
A different variety of conflict of interest was discussed by Office of Research
Integrity (ORI) representative Mary D
Scheetz. As the watchdog agency for the
US Office of Public Health and Science
(which dispenses funding for grants),
Scheetz discussed ORI’s role in investigating and remediating misconduct in the
grant peer-review process. Peer review is
an essential component of the conduct of
science, Scheetz said, and those reviewing grant proposals must remain aware
of the serious and confidential nature of
the role.
For panelists and audience, “awareness” remained the key. An audience member pointed out that in peer review, “sins
of commission are easily recognizable,
but sins of omission [such as negligence]
are harder to spot.” Participants in the
peer-review process must achieve greater
recognition of their own and others’ biases
and retain a sense of importance regarding
their work to lessen conflicts of interest
in the process. In addition, greater effort
by journals and institutions to define conflicts of interest and establish standards
of acceptable practice will aid in reducing
conflicts of interest.
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Keeping up with the rapid name changes
in medicine can be a full-time job. Stuart
Nelson and John M Opitz both expressed
frustration with current naming systems.
Nelson, head of medical subject headings at the National Library of Medicine
(NLM), described how he determines

medical subject headings (MeSH), the “controlled vocabulary” through which NLM
catalogs and indexes medical literature. To
be a subject heading for MeSH, said Nelson, a name must be current, accurate, and
usable and must partition the information
space. Names should be expressive, having
a distinct meaning that does not depend
on context, and should be unique, such as
the “reaper gene”, which appears during
apoptosis (cell death). But some creators of
names go too far and want their names to
be flashy or interesting, accuracy no longer
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being their main concern. Ultimately, usage
determines which names are adopted; editors have a large role to play in that regard.
Nelson’s particular concern is the
method of naming genes. A 3-letter combination is used, and whether the gene name
is italicized or has an initial capital letter can
change which gene is in question. Nelson
pointed out that the human genome comprises at least 100 000 genes, but the 3-letter system of naming genes allows for only
4732 combinations. With so few combinations possible, uniqueness of names will be
impossible to maintain. Furthermore, with
the current convention of italicizing gene
names but not gene products, it is difficult
in many computer systems to determine
whether a gene or the gene product is being
discussed.
Nelson’s wish list for editors to help
maintain nomenclature included the absence
of unidentified acronyms; the use of expressive names, not ones that depend on context
to determine meaning; and the avoidance of
obscure, inaccessible jargon.
In genomics, the best way to stay abreast
of nomenclature, Nelson said, is to use the
Internet.
Opitz said that he is also aware of sweeping changes in nomenclature because of the
various roles he plays, including being the
editor of the American Journal of Medical
Genetics. The 4 most common conventions
for naming in the medical literature, he said,
are eponyms (which are best used in the
nonpossessive form because most creators
of names do not have the syndrome they’re
naming and do not own the name itself),
acronyms, patients’ surnames, and numbers.
Keeping track of nomenclature develop-
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ments is especially difficult when new terms
are added to the literature daily, Opitz said,
echoing a statement by Nelson.
Opitz also concurred with Nelson regarding the necessity of a new and consistent
method for naming genes. Opitz said that
the recent propensity for “snappy” names
should be discouraged because these names
are often used for effect rather than for
effectiveness and understanding; such names
are often not specific enough and therefore
are not helpful, and sometimes they are
offensive, such as the “arse syndrome”.
Opitz’s recommendations for nomenclature include creation of one system
of symbols for all genes (for example,
both human and mouse). He would purge
journal articles of all technical jargon
except terms defined in an appendix, and
he would publish only articles “written in
clear prose, understandable by a reasonably
well-educated layperson.” Doing that, he
said, would guarantee that editors would
get articles of the desired quality, and it
would solve complexity problems. It would
also address the issue of the growing
number of patients and their families who
have become more active in the diagnostic
process because of easy access to medical
information via the Internet.
Internet resources for tracking nomenclature (last accessed 17 May 1998):
Genome databases:
National Center for Biotechnology Information:
www.ncbi.nlm.nih.gov/
Saccharomyces Genome Database:

VO L 21, N R 6, 1998

genome-www.stanford.edu
/saccharomyces/
Flybase: A Database of the Drosophila
Genome:
flybase.bio.indiana.edu:82/
The Galton Laboratory (human genetics
and evolutionary biology):
www.gene.ucl.ac.uk/
The Genome Database (Human Genome
Project):
gdbwww.gdb.org/
The Jackson Laboratory: Mouse Genome
Informatics:
www.informatics.jax.org/
Other resources:
SWISS-PROT: Annotated Protein Sequence
Database:
www.expasy.ch/sprot/sprot-top.html/
DbBrowser: The University College London’s Bioinformatics Server:
w w w. b i o c h e m . u c l . a c . u k / b s m /
dbbrowser/
The Protein Data Bank:
www.pdb.bnl.gov/
Structural Classification of Proteins (release
1.37):
scop.mrc-lmb.cam.ac.uk/scop/

